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Pon Erythroculter (Cypriniformes, Cyprinidae, Abramidinae) cuntaercss omHUM U3 HauboJjiee 3HAaYMMBbIX
POIOB IIPOMBICIOBBIX BUAOB MPECHOBOAHBIX pbI0, oOuTaromx B Kutae. OnHako nMeeTcst oueHb Majio MH-
¢dopmalimm o TeHeTUYECKUX Bapuanusix cpenu BunoB Erythroculter, uro 3atpynHsier adekTuBHOE yrpaB-
JieHne UMU. B cBs3M ¢ 9TUM, NTpOaHAIM3UPOBAHBI MUKPOCATENIUTHBIE MapKePhl U MOCIeN0BATETbLHOCTU
muToxoHapuanbHoro COII u D-nienu st n3ydeHus TeHeTUYeCKO M3MEHYMBOCTHU CPEIA TPEX BUIIOB PO-
na Erythroculter. Pe3ynbTaThl IoKa3aiu, 4To 11 MUKpOCaTeJUIMTHBIX JOKYCOB ObLIU 3(P(hEeKTUBHO aMILIM-
dbummpoBaHsl, a pasMep ajuteieit cocrasistn 110—350, 94—338 u 86—384 niu y E. ilishaeformis, E. dabryi n
E. mongolicus coorBeTcTBeHHO. CpemHee Yuciio ajeneit gocturano 5.82, 5.73 u 6.45 na nokyc misa E. il-
ishaeformis, E. dabryi n E. mongolicus cootBerctBeHHO. ®parmenTbl COI u D-nietyin 661011 675 11 929 11H co-
oTBeTcTBeHHO. Ha ocHoBe nHopMaiimonHoro nHaekca IllleHHOHa, reTepO3UrOTHOCTU, COAEPKAHMS IO~
JMMOpP(dHOM MHGOPMAIIUK M MHIEKCA HYKJIEOTUIHOTO Pa3HOOOpa3us MoKa3aHo, YTO MUKPOCATEINTUTHOE
U HYKJIEOTUIHOE pa3HooOpa3ue E. ilishaeformis Hanbonee MHOrOYMCICHHBIM, pasHooOpasue E. mongolicus —
HanMMeHee MHOTOYMCIIEHHBIM. PacripeesieHre rarioTUIioB D-neT/iv uiav pasMep ajuielisi B MUKpOcaTe-
JUTHBIX Jokycax EI19 min HWB0S maetr Bo3MOXHOCTb Jierko pasnuuuth E. ilishaeformis, E. dabryi n
E. mongolicus. HexoTopble NICTOPUYECKUE W SKOJIOTNIeCKIEe (haKTOPbI MOTYT ITIPUBECTU K BEICOKOM TeHETH -
YEeCKOM AMBEPreHLIMM U CITOCOOCTBOBaTh BUaooopazoBaHuio E. ilishaeformis, E. dabryi w E. mongolicus. T1omny-
YeHHBIE PE3YJIBTaThI OYIYyT ITOJIE3HBI TSI COXPAHEHUST M YCTOMYMBOTO VICITOIB30BaHMS 3TUX TPEX BUIOB.
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The genus Erythroculter (Cypriniformes, Cyprinidae, Abramidinae) is one of the most commercially import-
ant freshwater fish species inhabiting China. However, very limited information is available regarding genetic
variation among Erythroculter species, therefore hindering their effective management. In this regard, micro-
satellite markers and sequences of mitochondrial COII and D-loop were analyzed to investigate the genetic
variation among three species of genus Erythroculter. Results demonstrated that 11 microsatellite loci were
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amplified effectually, and the size of allele was 110—350, 94—338 and 86—384 bps in E. ilishaeformis, E. dabryi
and E. mongolicus respectively. Average number of allele was 5.82, 5.73 and 6.45 per locus for E. ilishaeformis,
E. dabryi and E. mongolicus respectively. Fragments of COII and D-loop was 675 and 929 bps respectively.
On the basis of Shannon’s information index, heterozygosity, polymorphic information content and nucleo-
tide diversity index (P), the microsatellite and nucleotide diversity of E. ilishaeformis was most abundant, and
that of E. mongolicus was least abundant. Based on the haplotype distribution of D-loop or the allele size in
microsatellite loci of EI19 or HWBO05, it could be distinguished perfectly among E. ilishaeformis, E. dabryi
and E. mongolicus. Some historical and environmental elements might result in the high genetic divergence
and promote the speciation of E. ilishaeformis, E. dabryi and E. mongolicus. These results would be of avail in
the conservation and sustainable utilization of these three species.
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