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TpaHckaTeTepHasi apTepuajibHasi XUMUO3MOOJIM3alUs — OAWH M3 WHTEPBEHIIMOHHBIX METOIOB JICUCHUS
rerarouesunoisapHoit kapuuHoMbl (I'LIK). DToT MeTton oO6buHO McTonb3yoT Wi nauueHToB ¢ 'K or
IMPOMEXYTOYHOM 10 Tporpeccupylomeit cramuii. JIOrmaHO MPEnnoioKnTh, YTO MISHTU(MUKAIINS TeHOB,
cBsi3aHHBIX ¢ 11K, m03BOJIUT MOBBICUTH Pe3yIbTaTUBHOCTb TPAHCKATETEPHOM apTepUaIbHOM XUMUOIMO0-
Juzanuu. C 1eablo ucciaenoBaTh poib cBsizaHHbIX ¢ ['LIK reHoB, U penocTaBuTh 1OCTOBEPHbBIE 10Ka3a-
TeJbCTBA JICUCHUSI C MPUMEHEHUEM TPaHCKaTeTepHOW apTepuaJbHOW XMMHUO3MOOIU3allMKA MbI TIPOBEIU
KOMIUIEKCHEBIN OnonHGopMaTrdeckmii aHann3. C MOMOIIBIO MHTEJUIEKTYaJIbHOIO aHajIn3a TeKcTa (“rerma-
TOLEJUTIOJIIpHasl KaplimHoMa™) U aHair3a JaHHbIX Mukpouuiia (GSE104580) Mbl mojly4riv cTaHIApTHBIN
Habop reHOB, KOTOPbIi MPOAaHATU3UPOBAIU IO TEHHOI OHTOJOTUs U K1MOTCKOI SHUMKIIONEeINN TeHOB U
reHoMmoB (Kyoto Encyclopedia of Genes and Genomes). 3HauMBIe BOCEMb I'€HOB, KJIaCTePU30BaHHbBIC B
ceThb 6eJIOK-0eTKOBBIX B3aUMOJEHCTBUIM, BEIOpAJIM TSI JaTbHENIINX cciienoBanHuii. [1pyu aHaim3e BbIKK-
BaeMOCTH OOHAPYXKEHO, YTO HU3Kas SKCIPECCHsI KIIOUEBBIX TEHOB TECHO CBsI3aHa € MMoKa3aTejieM BbK1Ba-
€MOCTHU MallMeHTOB, MPUHUMABIINX YYaCTUE B UCCIIeAOBaHUM. [IJIs1 OLIEHKU KOPPEJISILIMU MEXIY 9KCITpec-
cHell KITI0YeBBIX TeHOB 1 UMMYHHOM MHMWIbTpAIeil OMyXOJIN UCTIOIb30BaJIM KOPPEISIIMOHHBIN aHaJIN3
IMupcoHa. B pesynbrate naeHTMOULIMPOBaHO 15 TpemapaToB, HalleJIEHHBIX Ha CéMb U3 BOCBMHU MCCIIEN0-
BaHHBIX TEHOB, HA OCHOBAHUU Y€r0 X MOXHO pacCMaTpyBaTh KaK MOTEHIIUAIbHBIE JIEKAPCTBEHHBIE KOM-
TMOHEHTHI LISl TPAHCKATEeTePHOI apTepuaabHO XMMUo3MObou3aiuu nipu JedyeHuu ['IK.
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Transcatheter arterial chemoembolization is one of the interventional treatments for hepatocellular carcino-
ma (HCC). This treatment is generally used for patients with intermediate to advanced hepatocellular carci-
noma, and identifying the role of HCC-related genes can help improve the efficiency of transcatheter arterial
chemoembolization. To investigate the role of HCC-related genes and to provide valid evidence for trans-
catheter arterial chemoembolization treatment, we performed a comprehensive bioinformatics analysis.
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Through text mining (“hepatocellular carcinoma”) and microarray data analysis (GSE104580), we obtained
a standard gene set, which was followed by gene ontology and Kyoto Gene and Genome Encyclopedia ana-
lysis. The significant 8 genes clustered in protein-protein interactions network were chosen to be used in the
follow-up analysis. Through survival analysis low expression of the key genes were found to be strongly asso-
ciated with survival in HCC patients in this study. The correlation between the expression of the key genes and
tumor immune infiltration was assessed by Pearson correlation analysis. As a result, 15 drugs targeting seven
of the eight genes have been identified, and therefore can be considered as potential components for trans-
catheter arterial chemoembolization treatment of HCC.
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